Indonesian Journal of Halal Research . .
E-ISSN: 2657-0165 Ind@nesian Journal of

HALAL RESEARCH

Optimization of DNA Extraction Methods in Fresh Meat
(Rat and Chicken Meat) based on Incubation Time

Hadi Sunaryo!, Adia Putra Wirman?, Etin Diah Permanasari®, Nurul Azmah Nikmatullah®*,
Dian Lestari®, Desi Nurjanah®

Abstract: DNA (deoxyribonucleic acid) extraction method is the process of separating DNA from the sample. In
this process, the DNA obtained must be protected from contamination by RNA, carbohydrates, lipids, and proteins.
Contamination of RNA, carbohydrates, lipids, and proteins can increase DNA purity. DNA purity was measured
using a NanoDrop 2000 spectrophotometer measured by the absorbance ratio at 260 nm and 280 nm wavelengths.
Good quality DNA will have an Aze/Azs ratio of 1.7-2.0 and a concentration > 0.03 pg. This study aimed to
obtain the appropriate DNA extraction method for fresh meat samples (a mixture of rat and chicken meat). This
research consisted of two stages: the DNA extraction stage using the Progenus EasyFast™ Extraction Kit for
Meat Products and the amplification stage using the EASYFAST ™ Rat Detection Kit. This study used 16 samples
of a mixture of rat meat and chicken with concentrations of rat meat: 5, 10, 15, and 20%. At the extraction stage,
the incubation time was optimized for 15, 30, 45 minutes, and 1 hour. The results showed that the one hour
incubation had a lowest CT value in the results of PCR amplification.
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1. Introduction

Food, a fundamental human necessity, demands meticulous and accurate processing to yield health
benefits. Food diversity is expanding rapidly with the emergence of novel culinary preparations, such
as meatballs, sausages, nuggets, and corned beef. Among these, processed meat stands out as a widely
favored meat-based delicacy among Indonesians, particularly children; however, there is a discernible
rise in instances where food safety is no longer guaranteed (Aminah et al., 2019; Newsome et al., 2014).
Processed meat is sometimes mixed with non-permissible meat types for Muslims, often driven by the
intent to reduce production costs (Ali et al., 2012; Lever & Fischer, 2018; Thomas et al., 2017). Several
cases have surfaced across various regions, revealing instances of adulterating beef meatballs with rat
meat, eliciting public alarm and disquiet (Choudhary et al., 2020; Lestari et al., 2022).

In 2015, Rizki Widiyanti conducted a study to detect rat meat in meatballs from food stalls
utilizing polymerase chain reaction (PCR) techniques, revealing that one out of five samples analyzed
contained rat meat. In 2019, Tri Susilowati organized a comparable study focusing on identifying pork
DNA contamination through real-time PCR (RT-PCR) analysis of meat milling samples sourced from
Pasar Surya, Surabaya City. Pork DNA was detected in five out of the 30 samples analyzed. Sunaryo et
al. (2022) conducted a study employing the RT-PCR method to detect rat DNA contamination in 30
sausage samples, revealing one positive sample. Notably, a corresponding inquiry was undertaken by
Widiyanti (2015), focusing on detecting rat DNA contamination in meatballs using the PCR method,
revealing one out of the five samples tested positive for rat DNA contamination.

Mitigating production fraud in processed meat necessitates identification of extraneous material
contamination—a pivotal factor in ensuring product safety adherence to halal standards. DNA
amplification, through RT-PCR, is a precise method for detecting such contamination. This approach
can concurrently monitor the progression of PCR reactions and quantify the expression of PCR products
(Adawiyah et al., 2023; Rachmawati et al., 2017), rendering it a productive tool in this context.

The RT-PCR method comprises two phases: DNA extraction and the RT-PCR amplification
stages. The DNA extraction method entails segregating DNA from the sample, commencing with
disruption of the cell wall followed by isolation of the DNA from other constituents (e.g., fat, protein,
carbohydrate, and RNA), culminating in DNA purification (Corkill & Rapley, 2008). During the
extraction phase, DNA is acquired, and its subsequent quantification for concentration and purity
involves use of the NanoDrop 2000 Spectrophotometer with readings at wavelengths of 260 nm and 280
nm. Desirable DNA has a purity ranging from 1.7 to 2.0 (Adriany et al., 2020) and a concentration above
0.03 pg (L6pez-Andreo et al., 2005).

Two DNA extraction and purification procedures for food analysis were compared, Wizard
Magnetic DNA Purification for Food (Promega Italia S.r.l., Milan, Italy) and DNeasy Tissue Kit
(QIAGEN, Hilden, Germany), in terms of extraction efficiency, DNA purity, and DNA suitability for
amplification (Di Pinto et al., 2007). The quality and quantity of DNA extracted from food products
tend to decrease with the extent to which the food is processed. Additionally, exposure to heat can lead
to the fragmentation of high molecular weight DNA, physical and chemical treatments can cause random
breaks in DNA strands and may reduce the size of DNA fragments. The type of sample used for DNA
extraction can also affect the quality and quantity of DNA (Demeke & Jenkins, 2010). There are ten
methods for DNA extraction such as: the Tris-EDTA, modified cetyltrimethylammonium bromide
(CTAB), alkaline, urea, salt, guanidinium isothiocyanate (GuSCN), wizard, QIAGEN, zymogen, and
gene Spin (Paireder et al., 2013; Rohland & Hofreiter, 2007; Schiebelhut et al., 2017; Yahya et al., 2017;
Yalginkaya et al., 2017). Determination and quantification of species using RT-PCR are influenced by
temperature, duration of the heat treatment, and size of the DNA fragment to be amplified (Sakalar et
al., 2012).

Traditional digital PCR (ddPCR) is a method of absolute nucleic acid quantification based on the
partitioning of individual analyte molecules into many replicate reactions at limiting dilution, with most
reactions resulting in one or zero molecules. Recently, advanced technology has emerged that allows
reactions to be divided into nanoliter-sized droplets in oil rather than multiwell plates. Rapid
microfluidic analysis of thousands of droplets per sample makes ddPCR practical for routine use. The
combination of nanoliter-sized droplet technology with ddPCR holds promise for highly precise,
absolute nucleic acid quantification (Hindson et al., 2013). Molecular technologies like PCR can be used
as an accurate alternative solution to authenticate/ensure that a ground food sample at a local market
does not contain contamination from meat prohibited in Islamic Sharia law (Baihagi et al., 2019).

RT-PCR with SYBR Green | dye is used as a simple, fast, sensitive, and reliable method for the
detection and quantification of pork meat. This method was validated using blind mixtures and
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subsequently employed to measure the presence of pork meat in commercially available processed
poultry meat products (Soares et al., 2013). Detection of pork DNA in binary meat mixtures and various
commercial food products can be performed using conventional PCR and RT-PCR (Al-Kahtani et al.,
2017). Various analytical methods rely on protein or DNA measurements to identify meat species. Most
of these methods have been replaced by more accurate and sensitive detection methods, such as DNA-
based techniques. Emerging technologies like DNA barcoding and mass spectrometry are still in the
early stages of use in meat detection. Gold nanobiosensors have shown some promise, but their
applicability in small-scale industries is still distant (Zia et al., 2020). Materials used are literature
sources such as research journals, research data, and books. Research method employed is the
descriptive method, discussion, and study (Kulsum et al., 2019). One way to reduce production costs is
by mixing beef with meat from other animals in the manufacturing process, resulting in a similar product
but at a much lower cost. One common case that occurs is the mixing of beef with rat meat (Septiani &
Pendrianto, 2018). one method for analyzing rat meat fat in beef meatballs is the Soxhlet method, which
uses only one solvent, resulting in less waste and simplifying the process (Rosyidi & Khamidinal, 2019).
Multiplex PCR is reliable for identifying chicken, beef, pork, and goat species in meat products.
However, multiplex PCR may not be sensitive enough for testing processed meat products (Zhang,
2013).

Authenticity and traceability of meat are highly important issues because there have been
numerous recent incidents of meat product fraud (Sentandreu & Sentandreu, 2014). Identification of
meat species and authentication of animals in meat products can be done through analysis based on
proteins or DNA. However, the latest and most accurate technology is DNA-based analysis (Alikord et
al., 2018). Authenticity of meat products includes concerns such as pork substitution, undisclosed use
of blood plasma, use of prohibited ingredients, use of pork intestine casings, and non-halal slaughter
methods. Analytical methods used for halal authentication of meat and meat products include PCR,
enzyme-linked immunosorbent assays, mass spectrometry, chromatography, electronic nose, and
spectroscopy (Nakyinsige et al., 2012). Currently, many efforts have been made to develop more
effective halal authentication detection systems. Conventional techniques, such as dielectric and
electrophoresis, were employed to detect halal components before the invention of PCR in 1984. PCR
has been commonly used since its introduction. Additionally, spectroscopy techniques have been used
for decades and recently gained popularity when combined with chemometrics for data processing and
treatment (Ng et al., 2021). DNA detection using powerful RT-PCR technique has been proven to be a
highly specific and sensitive authentication tool. Furthermore, RT-PCR also efficiently extracts DNA
in terms of both quality and quantity (Khairil Mokhtar et al., 2020). RT-PCR is a fast and reliable method
for detecting species in meat products (Dalsecco et al., 2018). Critical points in food can be identified
based on the processes, storage, additives, and the use of raw materials (Adawiyah & Kulsum, 2019;
Cankar et al., 2006).

This present study employed the Progenus EasyFast™ Extraction Kit for Meat Products, which
has previously been used by multiple researchers. Sunaryo et al. (2022) used this kit on sausage samples,
showcasing DNA purity spanning from 1.47 to 2.57, accompanied by an average DNA concentration
ranging between 1248.4 ng and 3142 ng. Similarly, in 2021, Choirunisah employed the same kit on
nugget samples, yielding DNA purity values within the range of 1.12 to 1.87 and an average DNA
concentration spanning from 718.8 ng to 4703.4 ng. In the context of the present study, the DNA
extraction method was optimized on fresh meat samples consisting of a combination of rat and chicken
meat based on varying incubation lengths.

2. Materials and Methods
The tools and instruments used in this study were micropipette (Bio-Rad™), heat block (My block,
Benchmark), mini centrifuge (My Fuge, Benchmark), RT-PCR (CFX96 Deep Well, Bio-Rad™),
NanoDrop 2000 spectrophotometer (Thermo Scientific™), analytical balance, mortar and pestle and
scalpel.

The samples and chemicals used in this study were a DNA extraction kit consisting of solutions
A and B (Progenus EasyFast™ Extraction Kit for Meat Products), an RT-PCR amplification kit
consisting of MIX and EPC (External Positive Control) reagents (Progenus EASYFAST ™ Rat detection
kit), nuclease free water (Promega), rat meat, chicken meat, 1.5 mL microtube, and PCR tube.

2.1. Sample Preparation
Samples of mixed rat and chicken meat (rat meat concentration 5%, 10%, 15%, and 20%) were carefully
weighed as much as 250 mg using an analytical balance. Then the sample was mashed using a mortar
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and pestle. The mashed sample was put into a 1.5 mL microtube and labelled with the code ZA1 (5%
concentration), ZA2 (10% concentration), ZA3 (15% concentration), ZA4 (20% concentration). The
sample then continued to the DNA extraction step.

2.2. Extraction of DNA

This research used a DNA extraction kit (Progenus EasyFast™ Extraction Kit for Meat Products).
Extraction was started by adding 500 pL of Solution A reagent to a 1.5 mL microtube containing the
sample, then homogenized using a vortex for 10 seconds. The vortexed sample was heated at a
temperature of 95°C for 1 hour for the tube coded “ZAX1”, 45 minutes for the tube coded “ZAX2”, 30
minutes for the tube coded “ZAX3”, 15 minutes for the tube coded “ZAX4” using heating-blocks. The
tube containing the sample and Solution A which had been heated was allowed to reach room
temperature. Then 500 pL of Solution B was added to the tube, then homogenized using a vortex for 15
seconds. The sample was allowed to settle for 15 minutes. The supernatant was transferred into a sterile
microtube then diluted 10x using nuclease free water.

2.3. Measurement of DNA Concentration

DNA purity was measured using a NanoDrop 2000 spectrophotometer (Thermo scientific™). The first
step was selecting the nucleic acid application from the main menu. Select the type of nucleic acid for
measuring DNA purity, then a blank was inserted after which the sample ID was entered according to
the number printed on the tube, then the instrument arm was lifted and 1 uL of the sample was dripped
onto the optical device. After the measurement was complete the instrument arm was lifted, and the
optical instrument was cleaned using a tissue. The measurement results were entered automatically on
the connected PC.

2.4. PCR Amplification

The amplification process began by preparing 18 PCR tubes labeled on the edge of the tube cap (N=
Negative Control, P= Positive Control, S = Sample). After that, 18 pL of the MIX reagent (green cap)
was added to each PCR tube, then 2 pL of eluent (DNA) to the tube code “S”, 2 uL positive control
(EPC) on tube code “P” and, 2 pL nuclease free water on the tube code "N". After that, it was
homogenized in an up and down method, then the PCR tube was closed. Then the PCR was turned on
by setting the pre-denaturation cycle at a temperature 95°C for 3 minutes for 1 cycle, and 40 cycles at
the denaturation and anneling-extension stages. Denaturation at 95°C for 15 seconds, and anneling —
extension at 60°C for 60 seconds. Channel fluorescent used was FAM (494/520 nm) with DNA target
of Rattus species and VIC (538/554 nm) with target of vertebrate (internal control). Then the PCR tube
was inserted, and the PCR device was started to run.

3. Results and Discussion
3.1. Optimization of Incubation Time at the DNA Extraction Stage
Optimization of the incubation time was carried out on mixed samples of rat and chicken meat at a
concentration of 5%, the incubation times used were 15, 30, 45 minutes, and 1 hour. The kit used in the
extraction stage is a commercial kit Progenus EasyFast™ Extraction Kit for Meat Products. This kit
has the same basic principle of extraction as other kits, there are several stages of extraction, namely the
process of destroying cells, separating contaminants, and purifying DNA (Adriany et al., 2020).

The DNA extraction process begins with sample preparation, then the DNA extraction stage. The
DNA results obtained continued with the measurement of DNA concentration and purity using the
NanoDrop 2000 Spectrophotometer with a ratio of Azso/Azso. The results of the measurement of DNA
concentration and purity can be seen in Table 1. A good DNA result has a purity of 1.7-2.0 (Adriany et
al., 2020) and has a concentration > 0.03 pg (LOpez-Andreo et al., 2005). Table 1 shows the results of
DNA concentration values obtained between 164.0-452.6 ng/uL and DNA purity obtained from
1.40-1.52. Purity values below 1.5 can occur due to contamination from protein and if the purity value
is above 2.0 there is RNA contamination (Teare et al., 1997). Protein contamination can occur because
this extraction kit does not have a precipitation step so that there is still protein remaining. Kusumadewi
et al (2012) said the value of DNA purity results ranging from1.076-1.988 can still be used in PCR
amplification.
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Table 1. Results of DNA Concentration and Purity
Concentration

Incubation time (ng/uL) Purity (Azso/Azso)
1 hour 164.0 1.52
45 minutes 452.6 1.44
30 minutes 244 1.46
15 minutes 246.8 1.40

3.2. Real-Time PCR Amplification

The RT-PCR amplification stage begins with entering the Master Mix Progenus EasyFast™ Rat
Detection kit in each PCR tube, then adding eluent (DNA) on the sample tube, EPC on the positive
control tube, and nuclease-free water on the negative control tube, then the amplification process was
carried out using the CFX96 Touch™ tool. The Progenus EasyFast™ Rat Detection kit is a commercial
RT-PCR amplification kit that specifically identifies rats, consisting of two rat (FAM) and vertebrate
(VIC) target genes. The CT (cycle threshold) values of RT-PCR amplification can be seen in Table 2.

The amplification results in the table show that rat DNA was detected all samples and there was
no contamination because the negative controls did not have CT on FAM (rats) and VIC (vertebrata).
FAM (rat) CT values ranged from 19.11-23.01 and VIC (vertebrata) CT values ranged from
16.51-29.58. The results of the amplification curve comparison can be seen in Figures 1 to 5.

Figure 1 describes the amplification curve of a mixed sample of rat and chicken meat, which was
incubated for one hour at the extraction stage. The ZA1 code shows a sigmoid increase in the curve in
FAM (rat DNA detection) with a CT value of 21.28 and VIC (vertebrate DNA detection) with a CT
value of 17.11. The ZA2 code shows a sigmoid increase in the curve in FAM with a CT value of 20.34
and VIC with a CT value of 16.65. Code ZA3 shows a sigmoid increase in the curve in FAM witha CT
value of 19.45 and VIC with a CT value of 17.16, while the ZA4 code shows a sigmoid curve increase
in FAM with a CT value of 19.11 and VIC with a CT value of 17.11.

Table 2. Results of RT-PCR Amplification CT (Cycle Threshold) Values

. . CT Value

Sample Code Incubation Time EAM ViC
ZAl1t 21.28 17.11
ZA2! 20.34 16.51
ZA3! 1 hour 19.45 17.16
ZA4t 19.11 17.11
ZAl2 22.68 17.70
ZA2?2 ] 22.01 18.17
ZA3? 45 minutes 22.35 18.12
ZA4? 20.35 17.47
ZAl3 28.22 18.02
ZA23 ) 22.03 17.01
ZA33 30 minutes 20.72 17.78
ZA43 23.01 17.52
ZA1* 22.80 17.25
ZA24 15 minutes 23.28 17.95
ZA34 20.48 17.25
ZA44 19.58 17.82
Negative Control N/A N/A
Positive Control 28.40 29.58
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Amplification
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Figure 1. Amplification curve at one hour incubation (green: VIC; blue: FAM; concentration: ZAl (5%), ZA2
(10%), ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).

Figure 2 describes the amplification curve of a mixture of rat and chicken meat samples, which
were incubated for 45 minutes at the extraction stage. The ZA1 code showed a sigmoid increase in the
curve in FAM (mouse DNA detection) with a CT value of 22.68 and VIC (vertebrate DNA detection)
with a CT value of 17.70. The ZA2 code shows a sigmoid increase in the curve in FAM with a CT value
of 22.01 and VIC with a CT value of 18.17. The ZA3 code shows a sigmoid increase in the curve in
FAM with a CT value of 22.35 and VIC with a CT value of 18.12 while the ZA4 code shows a sigmoid
increase in the curve in FAM with a CT value of 20.35 and VIC with a CT value of 17. 47. Figure 3
describes the amplification curve of a mixed sample of rat and chicken meat, which was incubated for
30 minutes at the extraction stage. The ZA1 code shows a sigmoid increase in the curve in FAM (rat
DNA detection) with a CT value of 28.22 and VIC (vertebrate DNA detection) with a CT value of 18.02.
The ZA2 code shows a sigmoid curve increase in FAM with a CT value of 22.03 and VIC with a CT
value of 17.01. The ZA3 code shows a sigmoid increase in the curve in FAM with a CT value of 20.72
and VIC with a CT value of 17.78, while the ZA4 code shows a sigmoid curve increase in FAM with a
CT value of 23.01 and VIC with a CT value of 17.52.

Amplification
1200 {
1000 I
800 {
=] [ ZA 4
£ 500 |
i ZA3
aoo |
T ZA 2
200 |
[ ZA1l
0
0
Cycles

Figure 2. Amplification curve at 45 minutes incubation (green: VIC; blue: FAM; concentration: ZAl (5%), ZA2
(10%), ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).
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Figure 3. Amplification curve at 30 minutes incubation (green: VIC; blue: FAM; concentration: ZA1 (5%), ZA2
(10%), ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).

Figure 4 describes the amplification curve of the rat and chicken sample which was incubated for
15 minutes at the extraction stage. The ZA1 code shows a sigmoid increase in the curve in FAM (rat
DNA detection) with a CT value of 22.80 and VIC (vertebrate DNA detection) with a CT value of 17.25
then in the ZA2 code it shows a sigmoid increase in the curve in FAM with a CT value 23.28 and VIC
with a CT value of 17.95. The ZA3 code showed a sigmoid increase in the curve in FAM (rat DNA
detection) with a CT value of 20.48 and VIC (vertebrate DNA detection) with a CT value of 17.25. ZA4
code sample showed a sigmoid increase in the curve in FAM (rat DNA detection) with a CT value of
19.85 and VIC (vertebrate DNA detection) with a CT value of 17.82.

Amplification
1200 1 ' ' ! ;
1000 I
200 I ZA 4
; go0 L ZA3
400 1 ZA D
200 L
I ZA 'l
0 ]
o

Figure 4. Amplification curve at 15 min incubation (green: VIC; blue: FAM; concentration: ZA1 (5%), ZA2 (10%),
ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).

Figure 5 describes the comparison of the positive control curve and the negative control curve.
There is a sigmoid amplification curve in FAM with a CT value of 28.40 and VIC with a CT value of
29.58 for positive controls and no increase in curves in FAM and VIC for negative controls (NTC).
Positive and negative controls showed good results in accordance with the validation results
recommended by the kit, positive control results CT FAM and VIC <30, while for negative controls CT
FAM and VIC > 38, so it can be said the PCR amplification process showed valid results following the
Progenus EasyFast™ Rat Detection Kit manual. The sensitive and specific amplification results are
shown in Figure 1, namely the amplification results of a mixture of chicken and rat samples which were
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incubated for one hour during the extraction stage.

Amplification

1000 ""',»—‘ FAM
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- : : : Iy :
& [/

aoo L. .............. .............. R . _
: ; ; /] ]

NTC

+ t + + + + + + 1 + + + T + + + + +
0] 10 20 30 40
Cycles

Figure 5. Comparison of positive control (green: VIC; blue: FAM; negative control: no template control (NTC);
threeshold (T); relative fluorescence unit (RFU)).

4. Conclusion

There were differences between the RT-PCR amplification results for samples incubated for 15 minutes,
30 minutes, 45 minutes and 1 hour. The highest CT value was found in samples incubated for 30 minutes,
while the lowest CT value was in samples incubated for 1 hour. The best incubation time for the
extraction kit (Progenus EasyFastTM Extraction Kit for Meat Products) for fresh meat-based chicken
samples is one hour. For future research, if used different sample types, optimization must be carried
out first.

Acknowledgments
This research was funded by the Research and Development Center of the Universitas Muhammadiyah
Prof. Dr. Hamka (703/F.03.07/2021) and (265/F.03.07/2022)

References

Adawiyah, A., & Kulsum, Y. (2019). Study of critical point analysis on meat-based foods in Bandung.
Indonesian Journal of Halal Research, 1(2), 40-45. https://doi.org/10.15575/ijhar.v1i2.5780

Adawiyah, A., Shofwaturrohmani, F., Suryani, Y., Cahyanto, T., Kulsum, Y., Nurjanah, D., Windayani,
N., Ulfa, R. A., & Qodim, H. (2023). Detection of rat DNA content in snacks of public elementary
school children in Bandung city with PCR (polymerase chain reaction) technique. AIP
Conference Proceedings, 2646(1), 30014. https://doi.org/10.1063/5.0120768

Adriany, D. T., Bakri, A. A., & Bungalim, M. I. (2020). Perbandingan metode isolasi DNA terhadap
nilai kemurnian DNA untuk pengujian white spot syndrom virus (WSSV) pada lobster bambu
(Panulirus versicolor). Prosiding Simposium Nasional VII Kelautan Dan Perikanan, 239-246.

Al-Kahtani, H. A., Ismail, E. A., & Asif Ahmed, M. (2017). Pork detection in binary meat mixtures and
some commercial food products using conventional and real-time PCR techniques. Food
Chemistry, 219, 54-60. https://doi.org/10.1016/j.foodchem.2016.09.108

Ali, M. E., Kashif, M., Uddin, K., Hashim, U., Mustafa, S., & Che Man, Y. Bin. (2012). Species
authentication methods in foods and feeds: The present, past, and future of halal forensics. Food
Analytical Methods, 5(5), 935-955. https://doi.org/10.1007/s12161-011-9357-3

Alikord, M., Momtaz, H., Keramat, J., Kadivar, M., & Rad, A. H. (2018). Species identification and
animal authentication in meat products: a review. Journal of Food Measurement and
Characterization, 12(1), 145-155. https://doi.org/10.1007/s11694-017-9625-z

Aminah, A., Ramadini, R., & Naid, T. (2019). Analisis cemaran DNA Tikus pada bakso daging sapi
yang beredar di Makassar dengan metode polymerase chain reaction (PCR). Jurnal Farmasi
Galenika (Galenika  Journal of Pharmacy) (e-Journal), 5(1), 93-100.
https://doi.org/10.22487/j24428744.2019.v5.i11.12036

Indonesian Journal of Halal Research | DOI: 10.15575/ijhar.v5i2.21325 | https://journal.uinsgd.ac.id/index.php/ijhar/



ARTICLE | Indonesian Journal of Halal Research | 10.15575/ijhar.v5i2.21325 107 of 108

Baihagi, M., Rachmawati, Y., Rokhim, S., Munir, M., & Hamidah, L. (2019). Real Time PCR assays
for detection and quantification of porcine DNA in meat milling samples. Proceedings of the 1st
International Conference on Science and Technology, ICOST 2019, 2-3 May, Makassar,
Indonesia. https://doi.org/10.4108/eai.2-5-2019.2284634

Cankar, K., Stebih, D., Dreo, T., Zel, J., & Gruden, K. (2006). Critical points of DNA quantification by
real-time PCR — effects of DNA extraction method and sample matrix on quantification of
genetically modified organisms. BMC Biotechnology, 6(1), 37. https://doi.org/10.1186/1472-
6750-6-37

Choudhary, A., Gupta, N., Hameed, F., & Choton, S. (2020). An overview of food adulteration: Concept,
sources, impact, challenges and detection. International Journal of Chemical Studies, 8(1), 2564—
2573.

Corkill, G., & Rapley, R. (2008). The Manipulation of Nucleic Acids: Basic Tools and Techniques. In
J. M. Walker & R. Rapley (Eds.), Moleculer Biomethods Handbook (2nd ed., pp. 3—-15). Humana
Press.

Dalsecco, L. S., Palhares, R. M., Oliveira, P. C., Teixeira, L. V., Drummond, M. G., & de Oliveira, D.
A. A. (2018). A fast and reliable Real-Time PCR method for detection of ten animal species in
meat products. Journal of Food Science, 83(2), 258-265. https://doi.org/10.1111/1750-
3841.14001

Demeke, T., & Jenkins, G. R. (2010). Influence of DNA extraction methods, PCR inhibitors and
quantification methods on real-time PCR assay of biotechnology-derived traits. Analytical and
Bioanalytical Chemistry, 396(6), 1977-1990. https://doi.org/10.1007/s00216-009-3150-9

Di Pinto, A., Forte, V., Guastadisegni, M. C., Martino, C., Schena, F. P., & Tantillo, G. (2007). A
comparison of DNA extraction methods for food analysis. Food Control, 18(1), 76-80.
https://doi.org/10.1016/j.foodcont.2005.08.011

Hindson, C. M., Chevillet, J. R., Briggs, H. A., Gallichotte, E. N., Ruf, I. K., Hindson, B. J., Vessella,
R. L., & Tewari, M. (2013). Absolute quantification by droplet digital PCR versus analog real-
time PCR. Nature Methods, 10(10), 1003-1005. https://doi.org/10.1038/nmeth.2633

Khairil Mokhtar, N. F., EI Sheikha, A. F., Azmi, N. I., & Mustafa, S. (2020). Potential authentication of
various meat-based products using simple and efficient DNA extraction method. Journal of the
Science of Food and Agriculture, 100(4), 1687-1693. https://doi.org/10.1002/jsfa.10183

Kulsum, Y., Adawiyah, A., Shofwaturrohmani, F., & Nurjanah, D. (2019). Pig sample handling in
research laboratory scale. Indonesian Journal of Halal Research, 1(1), 14-17.
https://doi.org/10.15575/ijhar.v1i1.4091

Kusumadewi, A., Kusuma, S. E., & Yudianto, A. (2012). Analisis DNA Jaringan lunak manusia yang
terpapar formalin dalam interval waktu 1 bulan selama 6 bulan pada lokus D13S317 dengan
metode STR-PCR. Jurnal Bioscience, 14(2), 115-121. https://journal.unair.ac.id/download-
fullpapers-Biosains Vol 14 No 2 Mei 2012-7.pdf

Lestari, D., Rohman, A., Syofyan, S., Yuliana, N. D., Bt, K., Bakar, A., Hamidi, D., Group, F., & Lestari,
L. L. C. D. (2022). Analysis of beef meatballs with rat meat adulteration using fourier transform
infrared (FTIR) spectroscopy in combination with chemometrics. International Journal of Food
Properties, 25(1), 1446-1457. https://doi.org/10.1080/10942912.2022.2083637

Lever, J., & Fischer, J. (2018). Religion, regulation, consumption. Manchester University Press.
https://doi.org/10.7765/9781526103659

Lépez-Andreo, M., Lugo, L., Garrido-Pertierra, A., Prieto, M. 1., & Puyet, A. (2005). Identification and
quantitation of species in complex DNA mixtures by real-time polymerase chain reaction.
Analytical Biochemistry, 339(1), 73-82. https://doi.org/10.1016/j.ab.2004.11.045

Nakyinsige, K., Man, Y. B. C., & Sazili, A. Q. (2012). Halal authenticity issues in meat and meat
products. Meat Science, 91(3), 207-214. https://doi.org/10.1016/j.meatsci.2012.02.015

Newsome, R., Balestrini, C. G., Baum, M. D., Corby, J., Fisher, W., Goodburn, K., Labuza, T. P., Prince,
G., Thesmar, H. S., & Yiannas, F. (2014). Applications and perceptions of date labeling of food.
Comprehensive Reviews in Food Science and Food Safety, 13(4), 745-7609.
https://doi.org/https://doi.org/10.1111/1541-4337.12086

Ng, P. C., Ruslan, N. A. S. A,, Chin, L. X., Ahmad, M., Hanifah, S. A., Abdullah, Z., & Khor, S. M.
(2021). Recent advances in halal food authentication: Challenges and strategies. J. Food. Sci.,
87(1), 8-35. https://doi.org/10.1111/1750-3841.15998

Paireder, S., Werner, B., Bailer, J., Werther, W., Schmid, E., Patzak, B., & Cichna-Markl, M. (2013).
Comparison of protocols for DNA extraction from long-term preserved formalin fixed tissues.

Indonesian Journal of Halal Research | DOI: 10.15575/ijhar.v5i2.21325 | https://journal.uinsgd.ac.id/index.php/ijhar/



ARTICLE | Indonesian Journal of Halal Research | 10.15575/ijhar.v5i2.21325 108 of 108

Analytical Biochemistry, 439(2), 152-160. https://doi.org/10.1016/j.ab.2013.04.006

Rachmawati, Y., Daryono, B. S., & Aristya, G. R. (2017). Molecular characters of melon (Cucumismelo
L . “Tacapa”) in response to karst critical land. Proceeding of International Biology Conference,
1854, https://doi.org/10.1063/1.4985421

Rohland, N., & Hofreiter, M. (2007). Comparison and optimization of ancient DNA extraction.
BioTechniques, 42(3), 343-352. https://doi.org/10.2144/000112383

Rosyidi, N. N., & Khamidinal. (2019). Analisis lemak bakso tikus dalam bakso sapi di Sleman
menggunakan spektroskopi inframerah (Fourier Transform Infrared). Indonesian Journal of
Halal Science, 1(2), 18-29.
https://elearning.itkesmusidrap.ac.id/pluginfile.php/12828/mod_resource/content/1/pkimia-3.-
nisrina-nabila-2.pdf

Sakalar, E., Abasiyanik, M. F., Bektik, E., & Tayyrov, A. (2012). Effect of heat processing on DNA
quantification of meat species. Journal of Food Science, 77(9), N40-N44.
https://doi.org/10.1111/j.1750-3841.2012.02853.x

Schiebelhut, L. M., Abboud, S. S., Gémez Daglio, L. E., Swift, H. F., & Dawson, M. N. (2017). A
comparison of DNA extraction methods for high-throughput DNA analyses. Molecular Ecology
Resources, 17(4), 721-729. https://doi.org/10.1111/1755-0998.12620

Sentandreu, M. A., & Sentandreu, E. (2014). Authenticity of meat products: Tools against fraud. Food
Research International, 60, 19-29. https://doi.org/10.1016/j.foodres.2014.03.030

Septiani, T., & Pendrianto, P. (2018). Detection of mice DNA in meatballs using Real Time — PCR.
Jurnal Enviscience, 2(2), 63-67. https://doi.org/10.30736/2ijev.v2iss2.66

Soares, S., Amaral, J. S., Oliveira, M. B. P. P., & Mafra, I. (2013). A SYBR Green real-time PCR assay
to detect and quantify pork meat in processed poultry meat products. Meat Science, 94(1), 115—
120. https://doi.org/10.1016/j.meatsci.2012.12.012

Sunaryo, H., Nikmatullah, N. A., & Mufida, S. (2022). Deteksi cemaran tikus pada sampel sosis dengan
Real Time PCR. Farmasains, 9(2), 57-64.

Teare, J. M., Islam, R., Flanagan, R., Gallagher, S., Davies, M. G., & Grabau, C. (1997). Measurement
of nucleic acid concentrations Using the DyNA Quant™ and the GeneQuant™. BioTechniques,
22(6), 1170-1174. https://doi.org/10.2144/97226pf02

Thomas, A. M., White, G. R. T., Plant, E., & Zhou, P. (2017). Challenges and practices in Halal meat
preparation: a case study investigation of a UK slaughterhouse. Total Quality Management &
Business Excellence, 28(1-2), 12-31. https://doi.org/10.1080/14783363.2015.1044892

Widiyanti, R. (2015). Deteksi daging tikus pada bakso dari warung makan dengan teknik polymerase
chain reaction (PCR). Universitas Gadjah Mada.

Yahya, A., Firmansyah, M., Arlisyah, A., & Risandiansyah, R. (2017). Comparison of DNA extraction
methods between conventional, kit, alkali and buffer-only for PCR amplification on raw and
boiled bovine and porcine meat. The Journal of Experimental Life Sciences, 7(2), 110-114.
https://doi.org/10.21776/ub.jels.2017.007.02.09

Yalginkaya, B., Yumbul, E., Mozioglu, E., & Akgoz, M. (2017). Comparison of DNA extraction
methods for meat analysis. Food Chemistry, 221, 1253-1257.
https://doi.org/10.1016/j.foodchem.2016.11.032

Zhang, C. (2013). Semi-nested multiplex PCR enhanced method sensitivity of species detection in
further-processed meats. Food Control, 31(2), 326-330.
https://doi.org/10.1016/j.foodcont.2012.11.002

Zia, Q., Alawami, M., Mokhtar, N. F. K., Nhari, R. M. H. R., & Hanish, 1. (2020). Current analytical
methods for porcine identification in meat and meat products. Food Chemistry, 324, 126664.
https://doi.org/10.1016/j.foodchem.2020.126664

Competing interests: The authors have declared that no competing interests exist.

@ @ © 2023 by the authors. Submitted for possible open access publication under the terms and
@ conditions of the Creative Commons Attribution (CC BY SA) license

(https://creativecommons.org/licenses/by-sa/4.0/).

Indonesian Journal of Halal Research | DOI: 10.15575/ijhar.v5i2.21325 | https://journal.uinsgd.ac.id/index.php/ijhar/


https://creativecommons.org/licenses/by-sa/4.0/

QO 8 hip

Indexed by:

B a&m 37

journal.uinsgd.ac.id/index.php/ijhar/author/submission;

i Scopus OSTI‘Il'.a

HOME | ABOUT | USERHOME  SEARCH | CURRENT | ARCHIVES  ANNOUNCEMENTS

Home = User = Author » Submissions = #21325 > Summary

il Scopus

.L
#2]325 Summﬂ[}' This journzl has been zccepted

for inclusion in Scopus.
ELITING

- SUBMISSION AR

Submission
Authors Hadi Sunaryo, Adia Putra Wirman, Etin Dizh Permanasari, Nurul Azmzh Nikmatulizh, Dian

Lestari, Desi Nurjanah
Title Orptimization of DNA Extraction Methods in Fresh Meat (Rat and Chicken Mezt) based an

Incubation Time
Original file 213T-E31E-1-EM 000 2022-11-21
Supp. files None
Submitter Mrs Nurul Azmah Nikmatullzh (51
Dizte submitted Nowember 21, 2022 - 02:58 PM AT T T
Section Articles
Edito i =

’ Davide Calandra FOCUS AND SCOPE
Abstract Views ]
PUBLICATION ETHICS

Status
Status Published Vol 5, No 2 (2023): August
Initisted 2023-08-31
Lzt modified 2023-10-17
Submission Metadata
Authars
Name Hadi Sunaryo EJ
Affiliztion Universitas Muhammadiyzh Pref. Dr Hamka & Hzlzl Studies Center Universitas

Muhammadiysh Prof. Dr. Hamka RETRACTION
Country Indcnesiz
Bio Statement Department of Pharmacy, Faculty of Pharmacy and Science, Universitas Muhammadiyzh JOURMAL HI

Prof. Dr. Hamka

J8 https:
Indexed by: i Scopus @€dSINta

urnal.uinsgd.ac.id/index.php/ijhar/author/submissionRevie

HOME | ABOUT | USERHOME  SEARCH | CURRENT | ARCHIVES  ANNDUNCEMENTS

Home » User = Author = Submissions = #21315 = Review

e 4 Scopus

#2]325 Rewew This journzl has been accepted

for inclusion in Scopus.
o oo

Hadi Sunarya, Adia Putra Wirman, Etin Dish Permanasari, Nurul Azmah Nikmatullsh, Dian

Auth, &
ueners Lestari, Desi Nurjanzh &
Orptimization of DNA Extraction Methods in Fresh Meat (Rat and Chicken Meat) based on
Title -
Incubation Time
Section Articles
Editor Davide Calandra &1
Peer Review ADDITIONAL MENU
Round 1 FOCUS A OPE
Review Version 21375531843 AVD0CK 2023-08-31
Initiated 2023-08-18 PUBLICATION ETHICS
Last medified 2023-08-31 o
Uploaded file Reviewer B 2058305310y 000 2023-08-31 FEEEIEOREEE
Reviewer A 21353433 1- V000 2023-08-22
AUTHOR GUIDELINES
Editor Decision ORIAL TEAM
Decision Accept Submission 2023-08-31
- - - WER
Matify Editor =1 Editor/Author Emai Record '~/ 2023-08-31 Hask
Editor Version 205-8370-+-E0.000K 2023-08-18
e ARTICLE PROCE
Author Version 21725833251 ST
205830252
— RETRACTION
Uplaad Author (Tausuri..) Tidak ada b..as dipilih.
Version —

JOURNAL HISTO




ournal.uinsgd.ac.id/index.php/ijhar/author/submissionEditing,/21325

B &=

#21325 Editin
g Thiz jounal fax been soo=gbed
ESEaeEs i
S SUBMISSION ARTICLE
Submission _
Hadi Sunarpa, Adia Pubra Winman, Sin Dish Permanasard, Murd Azmah MEmatullah, Dian Lestad,
Dems=i Murjanan =
Tite Opitimization of DA Bdraction Melfiods in Fresh Mest (Rat and (Rick=n Meal) based an
! Incubation Tame
Section Mirftiches
Exfitar Dimnviche Clandra 0
cnpyemtmg ADDITIONAL MENU
COFYEDIT INSTRUCTIONS
REVIEW METADATA REQUEST UNDETNAY COMPLETE
1. Initial Copysdt 2023-08-31 — 2053-10-08
File: 2137 -EDoo A53-10-08
2 Author Copy=dit 205-10-08 2023-10-15 AT3-10-15
Flle: 21 se-1-CE D00 A05-10-15
Tehemri... | Tidak ads b...ax dipilih. |
3 203-10-15 - 205-10-16
CEDOD: 205-10-16
Copy=dit Comments “<"Ho Comments
Layout
Lyt St Al imrmysh Fmcilis
Layoul Version FEQUEST UNDETIVAY VIEWS
Z13ZE-EEER-SEDOD 2M5-10-17 AI5-10-15 205-10-15
[
1 POF  WIEW PROCF a
Supglementary Fles FILE
Nore
Layout Comments “No Comments
Proofreading
R, It Jrmnd of
FEVIEW METRDATA HALAL RESEARCH
REQUEST UNDERNAY COMPLETE TEMPLATE
1 Author 203-10-08 2053-10-15 205-10-15
2. Proofreader 205-10-15 — 2025-10-08
3. Layout Sditor — — —
Derefrmmfinn Crremcfinms Mo Comenedie ©900S10E 19T 07100




Nurul Azmah Nikmatullah-
Optimization of DNA Extraction
Methods in Fresh Meat(Rat and

Chicken Meat) based on
Incubation Time

by Layanan Perpustakaan UHAMKA

Submission date: 17-Nov-2023 02:41PM (UTC+0700)

Submission ID: 2231009717

File name: ncubation_Time,_IJHAR_Coresponding_-_Nurul_Azmah_Nikmatullah.pdf (398.02K)
Word count: 6067

Character count: 31405



Indonesian Journal of Halal Research

E-ISSN: 2657-0165 Ind@nesian Journal of
P-ISSN: 2656-3754
HALAL RESEARCH

Optimization of DNA Extraction Methods in Fresh Meat
(Rat and Chicken Meat) based on Incubation Time

Hadi Sunaryo', Adia Putra Wirman?, Etin Diah Permanasari’, Nurul Azmah Nikmatullah**,
Dian Lestari®, Desi Nurjanah®

Abstract: DNA (deoxyribonucleic acid) extraction method is the process of separating DNA from the sample. In
this process, the DNA obtained must be protected from contamination by RNA, z‘arhoﬁ}-'m'es, lipids, and proteins.
Contamination of RNA, carbohydrates, lipids, and proteins can increase DNA purity. DNA ir_v was measured
using a NanoDrop 2000 spectrophotometer measured by the absorbance ratio at 260 nm and 280 nm wavelengths.
Good gquality DNA will have an Azxo/Azso ratio of 1.7-2.0 and a concentration > 0.03 pg. This study aimed to
obtain the appropriate DNA extraction method for fresh meat samples (a mixture of rat and chicken meat). This
research consisted of two stages: the DNA extraction stage using the Progenus EasyFast™ Extraction Kit for
Meat Products and the amplification stage using the EASYFAST™ Rar Detection Kir. This study used 16 samples
of a mixture of rat meat and chicken with concentrations of rat meat: 5, 10, 15, and 20% . At the extraction stage,
the incubation time was optimized for 15, 30, 45 minutes, and 1 hour. The results showed that the one hour
incubation had a lowest CT value in the results of PCR amplification.
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1. Introduction

Food, a fundamental human necessity, demands meticulous and accurate processing to yield health
benefits. Food diversity is expanding rapidly with the emergence of novel culinary preparations, such
as meatballs, sausages, nuggets, and corned beef. Among these, processed meat stands out as a widely
favored meat-based delicacy among Indonesians, particularly children; however, there is a discernible
rise in instances where food safety is no longer guaranteed (Aminah et al., 2019; Newsome et al., 2014).
Processed meat is sometimes mixed with non-permissible meat types for Muslims, often driven by the
intent to reduce production costs (Ali et al.,2012; Lever & Fischer, 2018; Thomas et al., 2017). Several
cases have surfaced across various regions, revealing instances of adulterating beef meatballs with rat
meat, eliciting public alarm and disquiet (Choudhary et al.. 2028%]Lestari et al., 2022).

In 2015, Rizki Widiyanti conducted a study to detect rat meat in meatballs from food stalls
utilizing polymerase chain reaction (PCR) techniques, revealing that one out of five samples analyzed
contained rat meat. In 2019, Tri Susilowati organized a comparable study focusing on identifying pork
DNA contamination through real-time PCR (RT-PCR) analysis of meat milling samples sourced from
Pasar Surya, Surabaya City. Pork DNA was detected in five out of the 30 samples analyzed. Sunaryo et
al. (2022) conducted a study employing the RT-PCR method to detect rat DNA contamination in 30
sausage samples, revealing one positive sample. Notably, a corresponding inquiry was undertaken by
Widiyanti (2015), focusing on detecting rat DNA contamination in meatballs using the PCR method,
revealing one out of the five samples tested positive for rat DN A contamination.

Mitigating production fraud in processed meat necessitates identification of extraneous material
contamination—a pivotal factor in ensuring product safety adherence to halal standards. DNA
amplification, through RT-PCR, is a precise method for detecting such contamination. This approach
can concurrently monitor the progression of PCR reactions and quantify the expression of PCR products
(Adawiyah et al., 2023; Rachmawati et al., 2017), rendering it a productive tool in this context.

The RT-PCR method comprises two phases: DNA extraction and the RT-PCR amplification
stages. The DNA extraction method entails segregating DNA from the sample, commencing with
disruption of the cell wall followed by isolation of the DNA from other constituents (e.g., fat, protein,
carhohydrate, and RNA), culminating in DNA purification (Corkill & Rapley, 2008). During the
extraction phase, DNA is acquired, and its subsequent quantifica§f for concentration and purity
involves use of the NanoDrop 2000 Spectrophotometer with readings at wavelengths of 260 nm and 280
nm. Desirable DNA has a purity ranging from 1.7 to 2.0 (Adriany et al., 2020) and a concentration above
003 pﬂLf)pez—Andreo et al., 2005).

Two DNA extraction and purification procedures for food analysis were compared, Wizard
Magnetic DNA Purification for Food (Pfglnega Italia Sr.l., Milan, Italy) and DNeasy Tissue Kit
(QIAGEN, Hilden, Germany), in ternffjof extraction efficiency, DNA purity, and DNA suitability for
amplification (Di Pinto et al., 2007). The quality and quantity of DNA extracted from food products
tend t@lecrease with the extent to which the food is processed. Additionally, exposure to heat can lead
to the fragmentation of high molecular weight DNA , physical and chemical treatments can cause random
breaks in DNA strands and may reduce the size of DNA fragments. The type of sample used for DNA
extraction can also affect the quality and quiElity of DNA (Demeke & Jenkins, 2010). There are ten
methods for DNA extraction such as: the Tris-EDTA, modified cetyltrimethylammonium bromide
(CTAB), alkaline, urea, salt, guanidinium isothiocyanate (GuSCN), wimi, QIAGEN, zymogen, and
gene Spin (Paireder et al.,2013; Rohland & Hofreiter, 2007; Schiebelhut et al., 2(fli}; Yahya et al., 2017;
Yalginkaya et al., 2017). Determination and quantification of species using RT-PCR are influenced by
temperature, duration of the heat treatment, and size of the DNA fragment to be amplified (Sakalar et
al., 20ED).

Traditional digital PCR (ddPCR) is a method of absolute nucleic acid quantification based on the
partitioning of individual analyte molecules into many replicate reactions at limiting dilution, with most
EJactions resulting in one or zero molecules. Recently, advanced technology has emerged that allows
reactions to be divided into nanoliter-sized droplets in oil rather than multiwell plates. Rapid
microfluidic anafffls of thousands of droplets per sample makes ddPCR practical for routine use. The
combination of nanoliter-sized droplet technology with ddPCR holds promise for highly precise,
absolute nucleic acid quantification (Hindson et al.,2013). Molecular technologies like PCR can be used
as an accurate alternative solution to authenticate/ensure that a ground food sampldggl a local market
does not contain contamination from meat prohibitgfJin Islamic Sharia law (Baihagi et al., 2019).

RT-PCR with SYBR Green I dye is used as a simple, fast, sensitive, and reliable method for the
detection and quantification of pork meat. This method was validated using blind mixtures and
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subsequently employed to measure the presence of pork meat irfffidmmercially available processed
poultry meat products (Soares et al., 2013). Detection of pork DNA in binary meat mixtures and various
commdBial food products can be performed using conventional PCR and RT-PCR (Al-ERhtani et al.,
2017). Various analytical methods rely on protein or DNA measurements to identify meat species. Most
of these methods have been replaced by more accurate and sensitive detection methods, such as DNA-
based techniques. Erffirging technologies like DNA barcoding and mass spectrometry are still in the
early stages of use in meat detection. Gold nanobiosensors have shown some promise, but their
applicability in small-scale industries is still distant (Zia et al., 2020). Materials used are literature
sources such as research journals, research data, and books. Research method employed is the
descriptive method, discussion, and study (Kulsum et al., 2019). One way to reduce production costs is
by fffling beef with meat from other animals in the manufacturing process, resulting in a similar product
but at a much lower cost. One common case that occurs is the mixing of beef with rat meat (Septiani &
Pendrianto, 2018). one method for analyzing rat meat fat in beef meatballs is the Soxhlet method, which
uses only one solvent, resulting in less waste(§Z8i simplifying the process (Rosyidi & Khamidinal, 2019).
Multiplex PCR is reliable for identifying chicken, beef, pork, and goat species in meat products.
However, multiplex PCR may not be sensitive enough for testing processed meat products (Zhang,
2013).

Authenticity and traceability of meat are highly important issues because Egle have been
numerous recent incidents of meat product fraud (Sentandreu & Sentandreu, 2014). Identification of
meat species and authentication of animals in meat products can be done through analysis based on
proteins or DNA. However, the latest and most accurate technology is DNA-based analysis (Alikord et
al.[2018). Authenticity of meat products includes concemns such as pork substitution, undisclosed use
of blood plasma, use of prohibited ingredients, use of pork intestine casings, and non-halal slaughter
methods. Analytical methods used for halal authentication of meat and meat products include PCR,
enzyme-linked immunosorbent assays, fass spectrometry, chromatography, electronic nose, and
spectroscopy (Nakyinsige et al., 2012). Currentlyfnany efforts have been made to develop more
effective halal authentication detection systems. Conventional techniques, such as dielectric and
electrophoresis, were employed to detect halal components before the invention of PCR in 1984. PCR
has been commonly used since its introduction. Additionall§Zpectroscopy techniques have been used
for decades and recently gained popularity when combined witf¥hemometrics for data processing and
treatment (Ng et al., 2021). DNA detection using powerful RT-PCR technique has been proven to be a
ERhly specific and sensitive authentication tool. Furthermore, RT-PCR also Eificiently extracts DNA
in terms of both quality and quantity (Khairil Mokhtar et al.,2020). RT-PCR is a fast and reliable method
for detecting species in meat products (Dalsecco et al., 2018). Critical points in food can be identified
based on the processes, storage, additives, and the use of raw materials (Adawiyah & Kulsum, 2019;
Cankar et al., 2000).

This present study employed the Progenus EasyFast™ Extraction Kit for Meat Products, which
has previously been used by multiple researchers. Sunaryo et al. (2022) used this kit on sausage samples,
showcasing DNA purity spanning from 1.47 to 2.57, accompanied by an average DNA concentration
ranging between 1248.4 ng and 3142 ng. Similarly, in 2021, Choirunisah employed the same kit on
nugget samples, yielding DNA purity values within the range of 1.12 to 1.87 and an average DNA
concentration spanning from 718.8 ng to 47034 ng. In the context of the present study, the DNA
extraction method was optimized on fresh meat samples consisting of a combination of rat and chicken
meat based on varying incubation lengths.

2. Materials and Methods
The tools and instruments used in this study were micropipette (Bio-Rad™), heat block (My block,
Benchmark), mini centrifuge (My Fuge, Benchmark), RT-PCR (CFX96 Deep Well, Bio-Rad™),
NanoDrop 2000 spectrophotometer (Thermo Scientific™), analytical balance, mortar and pestle and
scalpel.

The samples and chemicals used in this study were a DNA extraction kit consisting of solutions
A and B (Progenus EasyFast™ Extraction Kit for Meat Products), an RT-PCR amplification kit
consisting of MIX and EPC (External Positive Control) reagents (Progenus EASYFAST™ Rat detection
kit), nuclease free water (Promega), rat meat, chicken meat, 1.5 mL microtube, and PCR tube.

2.1. Sample Preparation
Samples of mixed rat and chicken meat (rat meat concentration 5%, 10%, 15%, and 20%) were carefully
weighed as much as 250 mg using an analytical balance. Then the sample was mashed using a mortar
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and pestle. The mashed sample was put into a 1.5 mL microtube and labelled with the code ZA1 (5%
concentration), ZA2 (10% concentration), ZA3 (15% concentration), ZA4 (20% concentration). The
sample then continued to the DNA extraction step.

2.2. Extraction of DNA

This research used a DNA extraction kit (Progenus EasyFast™ Extraction Kit for Meat Produdgs)
Extraction was started by adding 500 uL of Solution A reagent to a 1.5 mL microtube containing the
sample, then homogenized using a vortex for 10 seconds. The vortexed sample was heated at a
temperature of 95°C for 1 hour for the tube coded “ZAX1", 45 minutes for the tube coded “ZAX2", 30
minutes for the tube coded “ZAX3”, 15 minutes for the tube coded “ZAX4” using heating-blocks. The
tube containing the s@hple and Solution A which had been heated was allowed to reach room
temperature. Then 500 u L of Solution B was added to the tube, then homogenized using a vortex for 15
seconds. The sample was allowed to settle for 15 minutes. The supernatant was transferred into a sterile
microtube then diluted 10x using nuclease free water.

EB). Measurement of DNA Concentration

DNA purity was measured using a NanoDrop 2000 spectrophotometer (Thermo scientific™). The first
step was selecting the nucleic acid application from the main menu. Select the type of nucleic acid for
measuring DNA purity, then a blank was inserted after which the sample ID was entered according to
the number printed on the tube, then the instrument arm was lifted and 1 uL of the sample was dripped
onto the optical device. After the measurement was complete the instrument arm was lifted, and the
optical instrument was cleaned using a tissue. The measurement results were entered automatically on
the connected PC.

2.4. PCR Amplification
The amplification process began by preparing 18 PCR tubes labeled on the edge of the tube cap (N=
Negative Control, P= Positive Control, S = Sample). After that, 18 uL of the MIX reagent (green cap)
was added to each PCR tube, then 2 yL of eluent (DNA) to the tube code “S”, 2 pL positive control
(EPC) on tube code “P” and, 2 pL nuclease free water on the tube code "N". After that, it was
homogenized in an up and down method, then the PCR tube was closed. Then the PCR was turned on
by setting the pre-denaturation cycle at a temperEjre 95°C for 3 minutes for 1 cycle, and 40 cycles at
the denaturation and anneling-extension stages. Denaturation at 95°C for 15 seconds, and anneling —
extension at 60°C for 60 seconds. Channel fluorescent used was FAM (494/520 nm) with DNA target
of Rattus species and VIC (538/554 nm) with target of vertebrate (internal control). Then the PCR tube
was inserted, and the PCR device was started to run.

3. Results and Discussion
3.1. Optimization of Incubation Time at the DNA Extraction Stage
Optimization of the incubation time was carried out on mixed samples of rat and chicken meat at a
concentration of 5%, the incubati@imes used were 15, 30,45 minutes, and 1 hour. The kit used in the
extraction stage is a commercial W& Progenus EasyFast™ Extraction Kit for Meat Products. This kit
has the same basic principle of extraction as other kits, there are several stages of extraction, namely the
process of destroying cells, separating contaminants, and purifying DNA (Adriany et al., 2020).

The DNA extraction process begifgwith sample preparation, then the DNA extraction stage. The
DNA results obtained continued wiEthe measurement of DNA concentrffF3n and purity using the
NanoDrop 2000 Spectrofgfptometer with a ratio of Azs/Aase. The results of the measurement of DNA
concentration and purity can be seen in Table 1. A good DNA result has a purity of 1.7-2.0 (Adriany et
al., 2020) and has a concentration > 0.03 pg (Ldpez-Andreo et al., 2005). Table 1 shows the results of
DNA concentration values obtained between 164.0-452.6 ng/uL. and DNA purity obtained from
1.40-1.52. Purity values below 1.5 can occur due to contamination from protein and if the purity value
is above 2.0 there is RNA contamination (Teare et al., 1997). Protein contamination can occur because
this extraction kit does not have a precipitation step so that there is still protein remaining. Kusumadewi
et al (2012) said the value of DNA purity results ranging from1.076-1.988 can still be used in PCR
amplification.
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Table 1. Results of DNA Concentration and Purity
Concentration

Incubation time Purity (Azeo/Azsn)

(ng/pl)
1 hour 164.0 152
45 minutes 452.6 144
30 minutes 244 146
1 5 minutes 246.8 140

3.2. Real-Time PCR Amplification

The RT-PCR amplification stage begins with entering the Master Mix Progenus EasyFast™ Rat
Detection kit in each PCR tube, then adding eluent (DNA) on the sample tube, EPC on the positive
control tube, and nuclease-free water on the negative control tube, then the amplification process was
carried out using the CEX96 Touch™ tool. The Progenus EasyFast™ Rat Detection kit is a commercial
RT-PCR amplification kit that specifically identifies rats, consisting of two r&FFAM) and vertebrate
(VIC) target genes. The CT (cycle threshold) values of RT-PCR amplification can be seen in Table 2.

The amplification results in the table show that rat DNA was detected all samples and there was
no contamination because the negative controls did not have CT on FAM (rats) and VIC (vertebrata).
FAM (rat) values ranged from 19.11-23.01 and VIC (vertebrata) CT values ranged from
16.51-29.58. The results of the amplification curve comparison can be seen in Figures 1 to 5.

Figure | describes the amplification curve of a mixed sample of rat and chicken meat, which was
incubated for one hour at the extraction stage. The ZA1 code shows a sigmoid increase in the curve in
FAM (rat DNA detection) with a CT value of 21.28 and VIC (vertebrate DNA dffection) with a CT
value of 17.11. The ZA2 code shows a sigmoid increase in the curve in FAM with a CT value of K34
and VIC with a CT value of 16.65. Code ZA3 shows a sigmoid increase in the curve in FAM with aCT
value of 19.4nand VIC with a CT value of 17.16, while the ZA4 code shows a sigmoid curve increase
in FAM with a CT value of 19.11 and VIC with a CT value of 17.11.

Table 2. Results of RT-PCR Amplification CT (Cycle Threshold) Values

. . CT Value

Sample Code Incubation Time FAM VIC
ZA1! 21.28 17.11
ZAD! 2034 1651
ZAJ I hour 1945 17.16
ZAA 19.11 17.11
ZA1? 22.68 17.70
ZAD2 2201 18.17
ZAF 45 minutes 2235 18.12
ZAY? 2035 1747
ZA13 28.22 18.02
ZA? 2203 17.01
TAZ 30 minutes 2072 1778
ZAL 2301 1752
ZAL 22.80 1725
ZA24 15 minutes 2328 17.95
ZA34 minutes 2048 1725
ZA4 19.58 17.82
Negative Control N/A N/A
Positive Control 2840 29.58
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Figure 1. Amplification curve at one hour incubation (green: VIC; blue: FAM; concentration: ZA1 (5%), ZA2
(109%), ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).

Figure 2 describes the amplification curve of a mixture of rat and chicken meat samples, which
were incubated for 45 minutes at the extraction stage. The ZA 1 code showed a sigmoid increase in the
curve in FAM (mouse DNA detection) with a CT value of 22.68 and VIC (vertebrate DN Affletection)
with a CT value of 17.70. The ZA2 code shows a sigmoid increase in the curve in FAM with a CT value
of 22.01 af VIC with a CT value of 18.17. The ZA3 code shows a sigmoid increase in the curve in
FAM with a CT value of 22.35 and §IC with a CT value of 18.12 while the ZA4 code shows a sigmoid
increase in the curve in FAM with a CT value of 20.35 and VIC with a CT value of 17. 47. Figure 3
describes the amplification curve of a mixed sample of rat and chicken meat, which was incubated for
30 minutes at the extraction stage. The ZA1 code shows a sigmoid increase in the curve in FAM (rat
DNA detection) with a CT value of 28.22 and VIC (vertebrate ENA detection) with a CT value of 18.02.
The ZA2 code shows a sigmoid curve increase in FAM with a CT value of 22.03@hd VIC with a CT
value of 17.01. The ZA3 code shows a sigmoid increase in the curve in FAM with a CT value of 20.7€)
and VIC with a CT value of 17.78, while the ZA4 code shows a sigmoid curve increase in FAM with a
CT value of 23.01 and VIC with a CT value of 17.52.

Amplification

o

m
>

@

Figure 2. Amplification curve at 45 minutes incubation (green: VIC; blue: FAM; concentration: ZA1 (5%), ZA2
(109%), ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).
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Figure 3. Amplification curve at 30 minutes incubation (green: VIC; blue: FAM; concentration: ZA1 (5%), ZA2
(109%), ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).

Figure 4 describes the amplification curve of the rat and chicken sample which was incubated for
15 minutes at the extraction stage. The ZA1 code shows a sigmoid increase in the curve in FAM (rat
DNA detection) with a CT value of 22.80 and VIC (vertebrate DNA detection) with a CT value of 17.25
then in the ZA2 code it shows a sigmoid increase in the curve in FAM with a CT value 23.28 and VIC
with a CT value of 17.95. The ZA3 code showed a sigmoid increase in the curve in FAM (rat DNA
detection) with a CT value of 20.48 and VIC (vertebrate DNA detection) with a CT value of 17.25. ZA4
code sample showed a sigmoid increase in the curve in FAM (rat DNA detection) with a CT value of
19.85 and VIC (vertebrate DN A detection) with a CT value of 17.82.

Amplification

Figure 4. Amplification curve at 15 min incubation (green: VIC; blue: FAM; concentration: ZA 1 (5%), ZA2 (10%),
ZA3 (15%) ZA4 (20%); relative fluorescence unit (RFU)).

Figure 5 describes the comparison of the positffie control curve and the negative control curve.
There is a sigmoid amplification curve in FAM with a CT value of 28.40 and VIC with a CT value of
29 58 for positive controls and no increase in curves in FAM and VIC for negative controls (NTC).
Positive and negative controls showed good results in accordance with the validation results
recommended by the kit, positive control results CT FAM and VIC <30, while for negative controls CT
FAM and VIC > 38, so it can be said the PCR amplification process showed vgEl results following the
Progenus EasyFast™ Rat Detection Kit manual. The sensitive and specific amplification results are
shown in Figure 1, namely the amplification results of a mixture of chicken and rat samples which were
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incubated for one hour during the extraction stage.

Amplification
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Figure 5. Comparison of positive control (green: VIC; blue: FAM; negative control: no template control (NTC);
threeshold (T); relative fluorescence unit (RFU)).

4. Conclusion

There were differences between the RT-PCR amplification results for samples incubated for 15 minutes,
30 minutes, 45 minutes and 1 hour. The highest CT value was found in samples incubated for 30 minutes,
while the lowest CT value was in samples incubated for 1 hour. The best incubation time for the
extraction kit (Progenus EasyFastTM Extraction Kit for Meat Products) for fresh meat-based chicken
samples is one hour. For future research, if used different sample types, optimization must be carried
out first.
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